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Analysis of microbial community in soy-bean koji using denaturing gradient gel elec-
trophoresis (DGGE)
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Abstract
Microbial community in fermented soy-bean (soy-bean koji) was analyzed by non-culture-based method using denaturing gra-
dient gel electrophoresis (DGGE). All of 102 bacteria strains isolated from 13 soy-bean koji were classified into 15 groups by
PCR-DGGE using PCR primers for amplification of V7-V8 region in 16S rDNA. We have constructed the methods for DNA
extraction from soy-bean koji and fermented rice paste (miso) containing soy-bean koji, where the extracted DNAs were func-

tional astemplates for PCR-DGGE.
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