[ NMR STD)
L NMR STD
[
[ 029-838-8033 hemmi@nfri.affrc.go.jp
[
L saturation transfer difference (STD) NMR
[
GA 120
GA GA
GA GA
GA GA GA
NMR
STD
STD GA GA
[
GA GA: A GA
NMR B STD NMR STD
NMR C STD NMR GA:
GA
STD
STD NMR
GA:s
GAs
GA: 3
GA STD
GA
GA STD NMR
[
GA STD

NMR NMR



Mz :
Hi to HI
| T

EPUT. 1 TN | SR B,

|

|
6.5 &.0 5.5 5.0 4.5 4.0 3.8 3. 2.0 1.8

Li] 2.5

GA A) GAs
B) STD NMR ©)
nll R
H 7N
H., o~z f=ad b y—on
T AAT N N\
| 9 B /SO P o
HO™ I>~T 7 T A
I I |
CHa v B
COMH A -
%
AE#R
GA: STD NMR
1
2003 2005 2004

e

1.0 ppm

100:1) NMR

Murata T, Hemmi H, Nakajima M, Yoshida M, Yamaguchi | : Epitope mapping of gibberellin to the

anti-gibberellin A« monoclonal antibody by saturation transfer difference NMR spectroscopy, Biochem.

Biophys. Res. Commun., 307, 498-502(2003)

Murata T, Hemmi H, Nakamura S, Shimizu K, Suzuki Y, Yamaguchi | : Structure, epitope mapping

and docking simulation of a gibberellin mimic peptide recognized by an anti-gibberellin A4

monoclonal antibody 4-B8(8)/E9, in preparation



