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HiDRAS

http:// www.hidras.unimi.it/
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GenBank

http://www.ncbi.nlm.nih.gov/genbank/
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ChillPeachDB
http://bioinfo.ibmcep.upv.es/genomics/ChillPeachDB
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Grape Genome Browser
http://www.genoscope.cns.fr/externe/GenomeBrowser/Vitis/
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