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Freeze-dried tofu modulates the expression of
cholesterol metabolism-related genes in liver of rats

Yoko TAKAHASHI®

“National Food Research Institute, 2-1-12 Kannondai, Tsukuba, Ibaraki, 305-8642 Japan

Abstract

The effect of freeze-dried tofu on cholesterol metabolism was compared with soy protein and isoflavone in rats(] Se-
rum cholesterol levels were significantly lowered by tofu and soy protein compared with casein] The expression of some
hepatic genes involved in cholesterol metabolism was altered by soy protein and tofu; cholesterol synthesis-related en-
zymes were decreased] and the rate-limiting enzyme of bile acid synthesis and the transporters of cholesterol excretion
were increased] In contrast(] isoflavone supplementation did not have significant effect on serum cholesterol levels and
these gene expressions] and exerted little synergistic effects with protein sources] Therefore[ the reduction in serum cho-
lesterol levels may be triggered by a protein fraction of toful] and derived from reduced cholesterol synthesis and induced
bile acid excretion in liver(
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Dietary group
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