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Table 1 Comparison of genome characteristics

Genome characteristic A. nidulans A. fumigatus A. oryzae
General
Assembly size[ bpO man,mod man,mod man,mod
G+CO OO m m m
Protein coding genes 0an 0,an man
Protein coding genes O] amino acidsd  O,[1TJ 0,00 man

Predicted protein coding sequences(] [JIT] amino acidsO

Codingd O O m m m
Gene densityd0 gene every n bpO 0,an 0,am 0an
Median gene lengthC meanO 0oomoaono  oomoa0ooc  o0moaoo

Average number of exons per gene oo 0o oo
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Table O Redundancy of secretory proteolytic enzyme genes

A. oryzae Anidulans A fumigatus

Exopeptidase

Aminopeptidase ECOOM.0 M m m
Dipeptidae ECOOD.0 O O O
Dipeptidyl or tripeptidyl peptidase ECO0O.0 ] O O
Serineltype carboxypeptidase ECOOM.0 ™ O O
Metallocarboxypeptidase ECOO.M.0 ™ O O
unknown peptidase [mn| [mE] ™
Total M m m
Endopeptidase

Oryzin ECOOMM O O O
Aorsin ECO0OM.0 ] 0 O
Kexin ECOOOM O 0 O
ATPUOdependent proteinase ECOOMM O O O
Cysteine proteinase ECOOO.0 O O ]
UbiquitinC specific proteinase ECOOM.0 O O O
PalB ECOO.I.0 0 0 O
Aspartic proteinase ECOO.O[M [mn| 0 ]
Pepstatin insensitive proteinase ECOOMM O O O
Saccharolysin ECOOM ] O O
Metalloprotease ECOOM.0 ™ O O
Insulinase ECOO.M.0 O 0 O
unknown ECOOO.0 [mn| O ]
Total M m m
Exopeptidases + Endopeptidases oo M m
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